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Pie chart of metabolite superclasses

Bar chart of metabolite classes
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Scatterplot of GOBP Scatterplot of GOCC Scatterplot of GOMF
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GO_ID GO_name Count of Feature_Name

GO0:0000014 single-stranded DNA endodeoxyribonuclease activity 2
GO:0000015 phosphopyruvate hydratase complex 42
Total 6920
GO IDs of proteins in petals GO IDs of most significant proteins in SOM (1,1) GO IDs of most significant proteins in SOM (1,2)
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Superclasses of metabolites in petals Classes of most significant metabolites in SOM (1,2) Classes of most significant metabolites in SOM (1,1)
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GO_ID GO_name Count of Feature_Name
GO0:0000014 single-stranded DNA endodeoxyribonuclease activity 2
GO:0000015 phosphopyruvate hydratase complex 42
Total 6920
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Superclasses of metabolites in seeds
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